Recent decades, the development of computational tools and techniques has become a well-established research area, and it contributes to different applications in cancer research including genomics, proteomics, and epigenomics. Raising studies using computational techniques is constructing to the aggregation of big biological data, as well as the improvement of high-performance computing. Numerous techniques, such as Big data analysis, computer-aided drug design, cancer immuno-informatics, epigenomics, data science and medical computing, deep learning in precision medicine, gene regulatory networks, interactomics, molecular modeling and simulation techniques, machine learning in precision medicine, systems and synthetic biology, systems pharmacology and systems based precision medicines play a pivotal role in the field of computational biology. The developments and broader applications of these methods not only improve our standing of the mechanisms of biological processes but also facilitate the diagnosis and therapy. For instance, high throughput machine and deep learning is a rational drug design method that benefits the discovery and development of drugs targeting specific proteins.
LFQ of proteomics data have been recognized as the key "technical challenge" in the discovery of anticancer targets and drugs. The review article offers, a variety of favorite acquisition techniques and state-of-the-art quantification tools are systematically discussed and critically assessed. Then, many processing approaches including transformation, normalization, filtering, and imputation are subsequently discussed, and their impacts on improving the LFQ performance of cancer proteomics are evaluated. Finally, future directions for enhancing the computation-based quantification technique for cancer proteomics are also proposed.
Kandasamy et al. [10] discussed the biopolymers-based nanocomposites for anticancer and antimicrobial drug delivery. Biopolymers based nanocomposites have gained more attention as a drug carrier, sensors, disease diagnosis, tissue engineering, wound healing and cancer therapy. This mini-review emphasized the source, extraction, and characterizations of the biopolymers and their use in the fabrication of various drug or metals based nanocomposites followed by its utilization as a drug carrier to treat cancer and microbial infections.
We hope multidisciplinary topics discussed with the theme issue will promote further discussion among researchers in computational biology and cancer drug discovery.
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